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T ——— CurieCoreTech - Mass Spectrometry Proteomics e |

» Specialization in mass spectrometry applied to biology and cancer (thanks to our location and teams...)
» Support for academic and clinical projects
o Pediatric Tumors : Medullo (Reference lab with 8 years of tumors analyses > 700 patients)

o Liver-Track (RHU) : Extracellular vesicles from plasma, to predict complications of cirrhosis
and liver cancer (> 450 patients)

o Plexfold (ANR) : Biomarkers from Cerebrosinal fluid to predict Intracerebral folate deficiency

o Cell-ID (PEPR) : Research on pediatric brain cancer using single-cell analysis

Cutting edge technology
X 2 Orbitrap Astral (ThermoScientific)

-
mass spectrometers >
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T Why proteomics in the tumor microenvironment ? ”:

P

Key roles of mass spectrometry and bioinformatics tools (myProMS) :

» |dentify protein signatures in tumor and stromal cells.

e

> Understand tumor communication mechanisms. Ao

» Monitor responses to treatments.

PPP2R2A

» Detect biomarkers of progression or resistance.
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Our methods : Available approaches o

» Global Quantification : Label Free

» Targeted proteomics : PRM, DIA

» Post translational modifications analyses:
.hosphorylations.cetylation,‘biquitinylation.... TR :
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» A wide variety of samples :

Tissues from biopsies (Fresh, OCT, FFPE....), Secretomes, Exosomes/EV's, Immunopeptidomics...
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Ay Work together £

Our Services :
» From exploratory to clinical projects

» Help with experimental design (number of replicates...) & Sample prep. (buffers...)

> Data acquisition and analysis PrﬂMS v3.10.0

Develuped at Institut Curie, France
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» Bioinformatics and support for scientific development (bio-info and stat. team)

» Contact : plateforme.proteomique@curie.fr
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Examples of applications in the tumour microenvironment : Case studies
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> Mature, 2025 Jun;642(8067):492-500. doi: 10.1038/s41586-025-08974-4. Epub 2025 May 7.

_% Activation of lysosomal iron triggers ferroptosis in
nature \— cancer
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